JProbePicker
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Microarray Probe Designer
Have Java-based pluggable probe design software to donate
4.  Workspace needs the project meets Analysis
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Beta
6.  Technical details of Tools

a. Software Architecture (These will likely be preliminary)

i. System design Java-based, XML driven, caCORE compliant
ii. Component details pluggable Java classes for tools, rankers, filters, printers
iii. Relevant standards N/A
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 10 MB
b. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

XML

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? N/A
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) caCORE data integration
10.  What resources are proposed to achieve caBIG interoperability?

a. Developmental requirements 1 FTE 6 months
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX based machine, compilers, Java VM, etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
XML cDNA Annotation System
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity cDNA Annotation System
Have proprietary cDNA annotation system developed on bird brain and human skin cancer studies
4.  Workspace needs the project meets Analysis
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Beta
6.  Technical details of Tools

c. Software Architecture (These will likely be preliminary)

i. System design Java-based, XML database, caCORE compliant
ii. Component details server pipeline, database APIs, annotator/public website
iii. Relevant standards XML
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 20 MB
d. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, XML database, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

XML

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? Some similar: Tigr, EnsEMBL, phred/phrap
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) caCORE data integration
10.  What resources are proposed to achieve caBIG interoperability?

b. Developmental requirements 2 FTE 1 year
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX/Windows based computer, compilers, Java VM, XML database, tools (phred/phrap, blast, others), etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
Analysis Services with R
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Statistical Analysis with ‘R’ Over Web Services
a. Wrap R with Java API and web services to run arbitrary analysis routines programmatically.

b. Develop useful R routines for cancer research
4.  Workspace needs the project meets Analysis
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Conceptual
6.  Technical details of Tools

e. Software Architecture (These will likely be preliminary)

i. System design Java-based, caCORE compliant
ii. Component details (Native?) interface to R, web service wrapper, client libraries to access services, client use cases
iii. Relevant standards XML, SOAP, XML, WSDL, UDDI
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 10 MB
f. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, Windows/UNIX, CVS, R
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

XML, Web Services (SOAP, WSDL, UDDI)

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? RSOAP
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) caCORE data integration
10.  What resources are proposed to achieve caBIG interoperability?

c. Developmental requirements 1 FTE 1 year
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX/Windows based computer, compilers, Java VM, R, etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
caBIO Analysis Objects

caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Wrap Bioinformatics Tools Into Analysis Objects
Wrap tools with Java API with caCORE compliant API and data objects
4.  Workspace needs the project meets Analysis objects
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Alpha
6.  Technical details of Tools

g. Software Architecture (These will likely be preliminary)

i. System design Java-based, XML driven, caCORE compliant
ii. Component details Generic Wrapper Framework, Specific Wrappers/Parsers, Client Interfaces, Use Cases
iii. Relevant standards N/A
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 10 MB
h. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

XML, Web Services (SOAP, WSDL, UDDI)

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? N/A
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) Analysis Objects will interoperate with all other caBIG initiatives

10.  What resources are proposed to achieve caBIG interoperability?

d. Developmental requirements 1 FTE 4 months, 1 FTE 1-3 weeks per tool
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX and Windows based machine, compilers, Java VM, etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
Web Service Choreography
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Web Service Choreography

a. Make all caCORE/caBIG services able to be choreographed

b. Research and develop generic graphical tool for choreographing services
4.  Workspace needs the project meets Analysis
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Conceptual
6.  Technical details of Tools

i. Software Architecture (These will likely be preliminary)

i. System design Java-based, caCORE compliant, possible wrappers for existing and developing services
ii. Component details Generic wrapper, specific wrappers, services for wrappers, client API to remote/ local services
iii. Relevant standards SOAP, XML, WSDL, BPEL4WS/WSCI, UDDI
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 1000 MB
j. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, Tomcat, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)


XML, XML Schema, Web Services (SOAP, WSDL, UDDI), BPEL4WS/WSCI

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? Possible commercial
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) Choreography designed to integrate with all caCORE/caBIG APIs
10.  What resources are proposed to achieve caBIG interoperability?

e. Developmental requirements 1 FTE continuously to wrap services, 1-2 FTE 2 years to develop graphical interface
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX and Windows based computers, compilers, Java VM, Tomcat, etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability
To be determined
Proteomics and Metabolomics Tools/Data
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Develop Proteomics and Metabolomics Tools
Have proprietary spectral analysis tools to donate
4.  Workspace needs the project meets Analysis objects
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Alpha
6.  Technical details of Tools

k. Software Architecture (These will likely be preliminary)

i. System design Java-based, caCORE compliant
ii. Component details R libraries or Java-native components, caBIO data wrappers, caBIO analysis services
iii. Relevant standards N/A
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 10 MB
l. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

Emerging standards

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? N/A
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) Analysis Objects will interoperate with all other caBIG initiatives

10.  What resources are proposed to achieve caBIG interoperability?

f. Developmental requirements 1 FT 1 year
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities UNIX based machine, compilers, Java VM, etc.
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
Integrate External Tools
caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center Duke Comprehensive Cancer Center
2.  Workspace Integrative Cancer Research
3.  Project or Activity Integrate External Tools

Identify candidate tools and work with authors to make caBIG compatible
4.  Workspace needs the project meets Analysis objects
5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community) Conceptual
6.  Technical details of Tools

m. Software Architecture (These will likely be preliminary)

i. System design caBIG compliant
ii. Component details N/A
iii. Relevant standards N/A
iv. UML schematics (if valid) N/A
v. Size of project installed software base < 10 MB
n. Development Environment (tools, languages, bug tracking, etc.) Java, ANT, bug tracking, unit testing, CVS
7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)

N/A

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed? N/A
9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.) Analysis Objects will interoperate with all other caBIG initiatives

10.  What resources are proposed to achieve caBIG interoperability?

g. Developmental requirements 1 FTE continuously
i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities 
ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.
To be determined
