caBIG Workspace Developer Project Form

Developers, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to all participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center

Norris Cotton-Dartmouth

2.  Workspace

3.  Project or Activity


Project A.  MS-pattern recognition (Q5) currently in Matlab



    Webizing – networking application 



    Database curating mechanism



    Algorithm improvement

B. Encrytped small-molecule database with tools

Conceptual


     Encryption-decryption mechanism


     Database curating

C. Functional visualization (Angiogenesis and neuroimaging)

Algorithm development

Demonstration of utility

4.  Workspace needs the project meets

A. Proteomics, discovery and translational tools

B. Proteomics, discovery and translational tools

C. Tissue and pathology (image classification) tools 

5.  Stage of project maturity (Conceptual, early beta, regular end-user use at parent center, regular use in the community)

A. Early-alpha

B. Conceptual

C. Conceptual, early-alpha to initial use by parent center

6.  Technical details of Tools

a. Software Architecture (These will likely be preliminary)

i. System design

ii. Component details

iii. Relevant standards

iv. UML schematics (if valid)

v. Size of project installed software base

b. Development Environment (tools, languages, bug tracking, etc.)

7.  Does the project make use of existing standards?  If so, what are they?

(e.g. bioinformatics standards such as MIAME for microarrays, or software standards such as XML)



No standards are as yet implemented in any of the three projects (except for possibly the third where XML is being used extensively)

8.  Does other software in the community meet this need?  Is this software open source?  Can it be harnessed?

A. Yes

B. NA

C. NA

9.  Points of possible interoperability with other caBIG systems

(This might include communication with other caBIG databases, use of caCORE APIs, caBIG-compatible APIs, etc.)

A. Yes, As much as makes sense

B. Yes, CMAP - As much as makes sense

C. Yes, As much as makes sense

10. What resources are proposed to achieve caBIG interoperability?



All the resources outlined below are requested to meet the 



requirements.  The development facilities are already available



in the form of computing infrastructure.

a. Developmental requirements

i. Software (re)engineering

ii. Standards adoption

iii. Platform migration


b.
Infrastructure

i.
Facilities

ii.
Management tools

iii.
Personnel

11.  Draft 12-month work plan, with milestones to achieve caBIG interoperability.


Project A.  MS-pattern recognition (Q5)


   Webizing – networking application 



    Database curating mechanism



    Algorithm improvement

D. Encrytped small-molecule database with tools


     Encryption-decryption mechanism


     Database curating

      Webizing – networking application

E. Functional visualization (Angiogenesis and neuroimaging)

Interacting with data providers

Webizing – networking application

