caBIG Workspace Adopter Project Form

Adopters, please complete this form in advance of the caBIG kickoff meeting and return by e-mail to adamsm@mail.nih.gov.  Completed forms will be made available to participants in advance of the meeting to enhance workspace discussions.  During our conversations with you, we expressed the aspect of your program that we would like you to develop in the first year of the caBIG pilot; it is this we are asking you to address  - here and in your presentation.

1.  Sponsoring Cancer Center

Norris Cotton-Dartmouth

2.  Workspace

Pathology and Tissue Banks

3.  What “data” are you providing as adopters?

· Database of gene expression of NRK enzymes that control sensitivity to chemotherapy (tiazofurin).

· Data involving the quantification of immunohistochemical staining of multiple antigens in breast cancer cases, including morphometric measures (vessel density, vessel area, vessel orientation, epithelium to stoma ratio and tissue type interfaces) and electromagnetic properties of the breast tissue.  
· Data from a study of fMRI and brain morphometry to identify the neural substrates of cognitive effects of chemotherapy in breast cancer. 
4.  What are the tools you envision would enhance the use and analysis of this “data”?

· Tools for image analysis and image registration across modalities. 
· Image segmentation tools to decompose an image set into different tissue types (normal/lesion). 
· Tools for quantifying specific brain structures, such as volume and shape.  
· Moving more advanced analysis tools to a modular format amenable to pipeline processing.  
· Analysis tools for polygenic analysis to evaluate multiple alleles in relation to cognition, neural structure and function.
· Enhanced pharmacogenomic analysis tools to evaluate correlations between gene expression profiles and drug sensitivity in higher-dimensional settings. 
· Simulation tools to understand the interplay between metabolic pathways, gene expression,   drug levels and the levels of metabolites.
· Tools for automated, motorized microscope stage to enable random measures on multiple tissue sections.
· Tools for automated image archiving.
· Tools for quantitative analysis of immunohistochemistry and in-situ hybridization.
· Tools for tissue microarray analysis.
5.  What is your ability to evaluate the tools to be adopted?

Several investigators at NCCC have expressed interest in this workspace and willingness to allow use of their data for testing purposes.  As a result, we expect to be able to obtain direct investigator feedback regarding usefulness of the tools.  This feedback, which will include scientific validity of the results, can be passed back to developers and should be helpful for further enhancement of the tools.  
